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⮬ືタィࡍࡿࢯࣇࢺ࢙࢘࢔͆PITCh designer͇ࢆ JavaScript+HTML5 ࢆ⏝࠸࡚㛤Ⓨࡋ




ࢱ࢖ࣉࡢ CRISPR-Cas9 ࡛ࡢ MMEJ ࣀࢵࢡ࢖ࣥࢆྍ⬟࡜ࡍࡿ Web ࢶ࣮ࣝ࡜ࡋ࡚බ㛤ࡍ
ࡿࡇ࡜࡟ࡼࡾࠊࣀࢵࢡ࢖ࣥࡢࢹࢨ࢖ࣥࡢ฼౽ᛶࢆྥୖࡋࡓࠋ 
 ➨஧❶࡛ࡣࠊ➹⪅ࡣ MMEJ ࣀࢵࢡ࢖ࣥࡢഴྥࢆ᫂ࡽ࠿࡟ࡍࡿࡓࡵࡢ NGS ゎᯒࣃ࢖ࣉ
ࣛ࢖ࣥ࡜ࡋ࡚͆MMEJ-assisted chromosomal integration analysis tools (MaChIAto)”ࢆ




MaChIAto ࡢᶵ⬟ᛶࢆ᳨ドࡍࡿࡓࡵࠊPITCh designer ࡛タィࡋࡓ 40 ✀㢮ࡢ㑇ఏᏊᗙ࡟
ᑐࡍࡿ MMEJ ࣀࢵࢡ࢖ࣥࢹ࣮ࢱࢆ MaChIAto ࡟ࡼࡾゎᯒࡋࡓࠋࡑࡢ⤖ᯝࠊ40 㑇ఏᏊᗙ
ࡢ඲࡚࡟࠾࠸࡚ PITChἲ࠾ࡼࡧ LoADἲ࡟ࡼࡿṇ☜࡞ࣀࢵࢡ࢖ࣥ NGSࢹ࣮ࢱࢆᚓࡿࡇ
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